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» Kinetic Monte Carlo (kMC) simulations offer an alternative path as a

method to determine step velocities and thus morphologies for more Noncentrosymmetric Growth Units

complex cases , - The lack of an inversion center presents modelling challenges:
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Future Work
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» Non-equilibrium kink density model is finished - write “special code”
for AB systems; ADDICT - test + compare with experiment and kMC
» Extend COSMO-SAC to solvent mixtures (antisolvent crystallization)

vent Model: vOCG_STM

> We may identify the unique edges required to simulate (11 for 5 @
adipic acid) and readily incorporate this methodology within
ADDICT’s workflow
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